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REFEREED PRIMARY RESEARCH ARTICLES

1. Itskovitz-Eldor J, Schuldiner M, Karsenti, Eden A, Yanuka O, Amit M, Soreq H & Benvenisty N (2000).
Differentiation of human embryonic stem cells into embryoid bodies compromising the three embryonic
germ layers. (cover). Mo/ Med. 6, 88-95. [URL]

2. Schuldiner M, Yanuka O, Itskovitz-Eldor J, Melton DA & Benvenisty N (2000). Effects of eight growth
factors on the differentiation of cells derived from human embryonic stem cells (cover). Proc Nat/ Acad S¢.
USA. 97, 11307-11312. [URL]

3. Eiges R*, Schuldiner M*, Drukker M, Yanuka O, Itskovitz-Eldor ] & Benvenisty N (2001).
Establishment of human embryonic stem cell-transfected clones carrying a marker for undifferentiated cells.
Curr Biol. 11, 514-518. [URL

*These authors contributed equally to this work

4. Schuldiner M, Eiges R, Eden A, Yanuka O, Itskovitz-Eldor ] & Benvenisty N (2001). Induced neuronal
differentiation of human embryonic stem cells, Brain Res. 913, 201-205. [URL]]

5. Drukker M, Katz G, Urbach A, Schuldiner M, Markel G, Itskovitz-Eldor J, Reubinoff B, Mandelboim O
& Benvenisty N (2002). Characterization of the expression of MHC proteins in human embryonic stem cells.
Proc Natl Acad Sci USA. 99, 9864-9869. [URL]

6. Schuldiner M, Itskovitz-Eldor | & Benvenisty N (2003). Selective ablation of human embryonic stem
cells expressing a “suicide” gene. Stemz Cells. 21, 257-265. [URL

7. Urbach A, Schuldiner M & Benvenisty N (2004). Modeling for Lesch-Nyhan disease by gene targeting in
human embryonic stem cells. Szezz Cells. 22, 635-641. [URL

8. Schuldiner M, Collins SR, Thompson NJ, Denic V, Bhamidipati A, Punna T, Ihmels ], Andrews B,
Boone C, Greenblatt JF, Weissman JS & Krogan NJ (2005). Exploration of the function and organization of

the yeast early secretory pathway through an epistatic miniarray profile. Ce/.. 123, 507-519. [URL)]
Highlighted by four faculty members in F1000

9. Keogh MC, Kurdistani SK, Morris SA, Ahn SH, Podolny V, Collins SR, Schuldiner M, Chin K, Punna
T, Thompson NJ, Boone C, Emili A, Weissman ]S, Hughes TR, Strahl BD, Grunstein M, Greenblatt JF,
Buratowski S & Krogan NJ (2005). Cotranscriptional Set2 methylation of histone h3 lysine 36 recruits a
repressive Rpd3 complex. Ce/. 123, 593-605. [URL)]

10. Collins SR, Schuldiner M, Krogan NJ & Weissman ]S (2006). A strategy for extracting and analyzing
large-scale quantitative epistatic interaction data. Genome Biol. 7, R63.1-R63.14. [URL]

11. Collins SR, Miller KM, Maas NL, Roguev A, Fillingham J, Chu CS, Schuldiner M, Gebbia M, Recht J,

Shales M, Ding H, Xu H, Han J, Ingvarsdottir K, Cheng B, Andrews B, Boone C, Berger SL, Hieter P, Zhang
Z, Brown GW, Ingles CJ, Emili A, Allis CD, Toczyski DP, Weissman S, Greenblatt JFF & Krogan NJ (2007).
Functional dissection of protein complexes involved in yeast chromosome biology using a genetic interaction

map. Nature. 446, 806-810. [URL



12. Thmels J, Collins SR, Schuldiner M, Krogan NJ & Weissman ]S (2007). Backup without redundancy:

genetic interactions reveal the cost of duplicate gene loss. Mo/ Syst Biol. 3, 86.1-86.11. [URL]
Highlighted by a faculty member in F1000

13. Haass FA, Jonikas M, Walter P, Weissman ]S, Jan YN, Jan LY & Schuldiner M (2007). Identification of
yeast proteins necessary for cell-surface function of a potassium channel. Proc Nat!/ Acad Sei USA. 104, 18079-

18084. [URL

14. Breslow DK, Cameron DM, Collins SR, Schuldiner M, Stewart-Ornstein |, Newman H, Braun S,
Madhani HD, Krogan NJ & Weissman JS (2008). A comprehensive strategy enabling high-resolution
functional analysis of the yeast genome. Naz Methods. 5, 711-718. [URL]

15. Schuldiner M, Metz J, Schmid V, Denic V, Rakwalska M, Schmitt HD, Schwappach B & Weissman |S
(2008). The GET complex mediates insertion of tail-anchored proteins into the ER membrane. Ce/. 134, 634-

645. [URL

Highlighted by a faculty member in F1000

16. Bassik MC, Lebbink RJ, Churchman LS, Ingolia NT, Patena W, Leproust EM, Schuldiner M, Weissman
JS, McManus MT (2009). Rapid creation and quantitative monitoring of high coverage shRNA libraries. Naz
Methods. 6, 443-445. [URL

17. Jonikas MC, Collins SR, Denic V, Oh E, Quan EM, Schmid V, Weibezahn ], Schwappach B, Walter P,
Weissman |S & Schuldiner M (2009). Comprehensive characterization of genes required for protein folding

in the endoplasmic reticulum. Seience. 27, 1693-1697. [URL
Highlighted by a faculty member in F1000
Editor’s choice in Science Signalling

18. Kornmann B, Currie E, Collins SR, Schuldiner M, Nunnari J, Weissman JS & Walter P (2009). An ER-
mitochondria tethering complex revealed by a synthetic biology screen. Science. 325, 477-481. [URL]
Highlighted by two faculty members in F1000

Perspective in Science

19. Jaimovich A, Rinott R, Schuldiner M, Margalit H & Friedman N (2010). Modularity and directionality in
genetic interaction maps. Bioinformatics. 26, 228-236. (Schuldiner M is a co-corresponding author). [URL

20. Hoppins S, Collins SR, Cassidy-Stone A, Hummel E, Devay RM, Lackner LL, Westermann B, Schuldiner
M, Weissman JS & Nunnari | (2011). A mitochondrial-focused genetic interaction map reveals a scaffold-like
complex required for inner membrane organization in mitochondria. J. Ce// Biol. 195, 323-340. [URL

Highlighted by a faculty member in F1000

Preview in JCB

21. Herzig Y, Sharpe HJ, Elbaz Y, Munro S & Schuldiner M (2012). A systematic approach to pair secretory

cargo receptors with their cargo suggests a mechanism for cargo selection by Erv14. PLosS Biol. 10,

€1001329.1-e1001329.14. [URL)]
Highlighted by two faculty members in F1000
Preview in PLoS Biology

22. Krumpe K, Frumkin I, Herzig Y, Rimon N, Ozbalci C, Briigger B, Rapaport D & Schuldiner M (2012).
Ergosterol content specifies targeting of tail-anchored proteins to mitochondrial outer membranes. Mo/ Bio/

Cell. 23, 3927-3935. [URL]

23. Spokoini R, Moldavsky O, Nahmias Y, England JL, Schuldiner M & Kaganovich D (2012). Confinement
to organelle-associated inclusion structures mediates asymmetric inheritance of aggregated protein in budding
yeast. Cell Rep. 2, 738-747. [URL

Highlighted by a faculty member in F1000

24. Nadler-Holly M, Breker M, Gruber R, Azia A, Gymrek M, Eisenstien M, Willison KR, Schuldiner M &
Horovitz A (2012). Interactions of subunit CCT3 in the yeast chaperonin CCT/TRiC with Q/N-rich proteins
revealed by high-throughput microscopy analysis. Proc Nat/ Acad Sci USA. 109, 18833-18838. (Schuldiner M
is a co-corresponding author). [URL
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25. Powis K, Schrul B, Tienson H, Gostimskaya I, Breker M, High S, Schuldiner M, Jakob U & Schwappach
B (2013). Get3 is a holdase chaperone and moves to deposition sites for aggregated proteins when membrane
targeting is blocked. | Ce// S¢i. 126, 473-483. [URL

26. Ast T, Cohen G & Schuldiner M (2013). A Network of Cytosolic Factors Targets SRP-Independent

Proteins to the Endoplasmic Reticulum. Ce/. 152, 1134-1145. [URL]]
Higblighted by two faculty members in F1000

27. Breker M, Gymrek M & Schuldiner M (2013). A novel single-cell screening platform reveals proteome

plasticity during yeast stress responses. | Ce// Biol. 200, 839-850. [URL]
Highlighted by a faculty member in F1000
Preview in JCB

28. Hecht K, Wytiaz V, Ast T, Schuldiner M & Brodsky | (2013). Characterization of an M28
metalloprotease family member residing in the yeast vacuole. FEMS Yeast Res. 13, 471-484. [URL

29. Peters LZ, Hazan R, Breker M, Schuldiner M & Ben-Aroya S (2013). Formation and dissociation of

proteasome storage granules are regulated by cytosolic pH. | Ce// Biol. 201, 663-671. [URL
Highlighted by a faculty member in F1000
Preview in JCB

30. Papi¢ D, Elbaz-Alon Y, Koerdt S, Leopold K, Worm D, Jung M, Schuldiner M & Rapaport D (2013).
The role of Djp1 in import of the mitochondrial protein Mim1 demonstrates specificity between a
cochaperone and its substrate protein. Mo/ Cell Biol. 33, 4083-4094. (Schuldiner M is a co-corresponding

author). [URL]

Spotlight in MCB

31. Cohen Y, Megyeri M, Chen OCW, Condomitti G, Riezman I, Loizides-Mangold U, Abdul-Sada A, Rimon
N, Riezman H, Platt FM, Futerman AH & Schuldiner M (2013). The yeast P5 type ATPase, Spfl, regulates
manganese transport into the endoplasmic reticulum. PLoS Ore. 8, €85519.1-e85519.14. [URL

32. Breker M, Gymrek M, Moldavski O & Schuldiner M (2014). LoQAtE--Localization and Quantitation
ATlas of the yeast proteomE. A new tool for multiparametric dissection of single-protein behavior in
response to biological perturbations in yeast. Nucleic Acids Res. 42, 1D726-730. [URL]

33. Yofe I & Schuldiner M (2014). Primers-4-Yeast: a comprehensive web tool for planning primers for
Saccharomyces cerevisiae. Yeast. 31, 77-80. [URL).

34. Vieira NM, Naslavsky MS, Licinio L, Kok F, Schlesinger D, Vainzof M, Sanchez N, Kitajima JP, Gal L,
Cavagana N, Serafini PR, Chuartzman S, Vasquez C, Mimbacas A, Nigro V, Pavanello RC, Schuldiner M,
Kunkel LM & Zatz M (2014). A defect in the RNA-processing protein HNRPDL causes limb-girdle muscular
dystrophy 1G (LGMD1G). Hum Mol Gener. 23, 4103-4110. [URL

35. Cohen Y, Klug YA, Dimitrov L, Erez Z, Chuarzman SG, Elinger D, Yofe I, Soliman K, Girtner ],
Thoms S, Schekman R, Elbaz-Alon Y, Zalckvar E & Schuldiner M (2014). Peroxisomes are juxtaposed to

strategic sites on mitochondria. Mo/ Biosyst. 10, 1742-1748. [URL
Research highlight in SGD

36. Cohen S ¢ a/ & Schuldiner M ¢z a/ & Schaffer AA (2014). The PH gene determines fruit acidity and
contributes to the evolution of sweet melons. Nat Commun. 5, 4026. [URL]

37. Ast'T, Aviram N, Chuartzman SG & Schuldiner M (2014). A cytosolic degradation pathway, prERAD,
monitors pre-inserted secretory pathway proteins. | Ce// Sei. 127, 3017-3023. [URL]

38. Yofe I, Zafrir Z, Blau R, Schuldiner M, Tuller T, Shapiro E & Ben Yehezkel T (2014). Accurate, model-
based tuning of synthetic gene expression using introns in S. cerevisiae. PLoS Genet. 10, €1004407.
(Schuldiner M is a co-corresponding author). [URL]

39. Elbaz-Alon Y, Rosenfeld-Gur E, Shinder V, Futerman AH, Geiger T & Schuldiner M (2014). A dynamic
interface between vacuoles and mitochondria in yeast. Dev Ce/l. 30, 95-102. [URL]
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Research Highlight in NRMCB
Preview in Dev Cell

40. Hermesh O, Genz C, Yofe I, Sinzel M, Rapaport D, Schuldiner M & Jansen RP (2014). Yeast
phospholipid biosynthesis is linked to mRNA localization. | Ce// S¢i. 127, 3373-3381 [URL)].
Highlighted by a faculty member in F1000

41. Elbaz-Alon Y, Morgan B, Clancy A, Amoako TN, Zalckvar E, Dick T, Schwappach B & Schuldiner M
(2014). The yeast oligopeptide transporter Opt2 is localized to peroxisomes and affects glutathione redox
homeostasis. FEMS Yeast Res. 14, 1055-1067 [URL).

42. Avci D, Fuchs S, Schrul B, Fukumori A, Breker M, Frumkin I, Chen CY, Biniossek ML, Kremmer E,
Schilling O, Steiner H, Schuldiner M & Lemberg MK (2014) . The yeast ER-intramembrane protease Ypf1
refines nutrient sensing by regulating transporter abundance. Mo/ Cell. 56, 630-640 (Schuldiner M is a co-
corresponding author). [URL

43. Lesnik C, Cohen Y, Atir-Lande A, Schuldiner M & Arava Y (2014). OM14 is a mitochondrial receptor
for cytosolic ribosomes that supports co-translational import into mitochondria. Naz Commun. 5, 5711. [URL

44. Moldavski O, Amen T, Levin-Zaidman S, Eisenstein M, Rogachev I, Brandis A, Kaganovich D &
Schuldiner M (2015). Lipid droplets are essential for efficient clearance of cytosolic inclusion bodies. Der
Cell. 33, 603-610. [URL)]

45. Elbaz-Alon Y, Eisenberg-Bord M, Shinder V, Stiller SB, Shimoni E, Wiedemann N, Geiger T &

Schuldiner M (2015). Lam6 regulates the extent of contacts between organelles. Ce// Rep. 12, 7-14. [URL
Spotlight in TICB

46. Sauerwald J, Jores T, Eisenberg-Bord M, Chuartzman SG, Schuldiner M & Rapaport D (2015). Genome-
wide screens in saccharomyces cerevisiae highlight a role for cardiolipin in biogenesis of mitochondrial outer
membrane multispan proteins. Mo/ Cel/ Biol. 35, 3200-3211 (Schuldiner M is a co-corresponding author).

[URL]

47. Dobzinski N, Chuartzman SG, Kama R, Schuldiner M & Gerst JE (2015). Starvation-Dependent
Regulation of Golgi Quality Control Links the TOR Signaling and Vacuolar Protein Sorting Pathways. Ce//
Rep. 12, 1876-1886. [URL]

48. Ast T, Michaelis S & Schuldiner M (2016). The Protease Ste24 Clears Clogged Translocons. Ce//. 164,

103-114. [URL
Highlighted by two faculty members in F1000

49. Yofe I, Weill U, Meurer M, Chuartzman S, Zalckvar E, Goldman O, Ben-Dor S, Schiitze C, Wiedemann
N, Knop M, Khmelinskii A & Schuldiner M (2016). One library to make them all: streamlining the creation
of yeast libraries via a SWAp-Tag strategy. Nar Methods. 3, 371-378. [URL]

Highlighted by Singer Instruments

50. Cohen A, Weindling E, Rabinovich E, Nachman I, Fuchs S, Chuartzman S, Gal L, Schuldiner M & Bar-
Nun S (2016). Water-transfer slows aging in saccharomyces cerevisiae. PLoS Oze. 11, €0148650. [URL]

51. LiJ, Fuchs S, Zhang ], Wellford S, Schuldiner M & Wang X (2016). An unrecognized function for
COPII components in recruiting the viral replication protein BMV 1a to the perinuclear ER. | Ce// Sei. 129,
3597-3608. [URL

52. Yifrach E, Chuartzman SG, Dahan N, Maskit S, Zada 1., Weill U, Yofe I, Olender T, Schuldiner M &
Zalckvar E (2016). Characterization of proteome dynamics during growth in oleate reveals a new peroxisome-

targeting receptor. | Cel/ Sei. 129, 4067-4075 (Schuldiner M is a co-corresponding author). [URL)]
Highlight in JCS



53. Aviram N, Ast T, Costa EA, Arakel EC, Chuartzman SG, Jan CH, HaB3denteufel S, Dudek J, Jung M,
Schorr S, Zimmermann R, Schwappach B, Weissman JS & Schuldiner M (2016). The SND proteins
constitute an alternative targeting route to the endoplasmic reticulum. Nazure. 540, 134—138. [URL]

News and views in Nature
Research Highlight in Nat. Rev. Mol Cell Biol.

54. Rivera-Monroy J, Musiol L, Unthan-Fechner K, Farkas A, Clancy A, Coy-Vergara J, Weill U, Gockel S,
Lin HY, Corey DP, Kohl T, Strobel P, Schuldiner M, Schwappach B & Vilardi F (2016). Mice lacking WRB
reveal differential biogenesis requirements of tail-anchored proteins 7 vivo. S¢i Rep. 6, 39464. [URL]

55. Kruzel-Davila E, Shemer R, Ofir A, Bavli-Kertselli I, Darlyuk-Saadon I, Oren-Giladi P, Wasser WG,
Magen D, Zaknoun E, Schuldiner M, Salzberg A, Kornitzer D, Marelja Z, Simons M & Skorecki K (2017).
APOL1-Mediated Cell Injury Involves Disruption of Conserved Trafficking Processes. | A Soc Neph. 28,
1117-1130. [URL,

News and views in Nature
Research Highlight in Nat. Rev. Mol Cell Biol.

56. Yofe I, Soliman K, Chuartzman SG, Morgan B, Weill U, Dick TP, Cooper SJ, Ejsing CS, Schuldiner M,
Zalckvar E & Thoms S (2017). Pex35 is a regulator of peroxisome abundance. | Ce// Sez. 130, 791-804
(Schuldiner M is a co-corresponding author). [URL]

57. Lebesgue N, Megyeri M, Cristobal A, Scholten A, Chuartzman SG, Voichek Y, Scheltema RA,
Mohammed S, Futerman AH, Schuldiner M, Heck AJ & Lemeer S (2017). Combining deep sequencing,
proteomics, phosphoproteomics, and functional screens to discover novel regulators of sphingolipid
homeostasis. | Prot Res. 16, 571-582 (Schuldiner M is a co-corresponding author). [URL

58. Eapen VV, Waterman DP, Bernard A, Schiffman N, Sayas E, Kamber R, Lemos B, Memisoglu G, Ang ],
Mazella A, Chuartzman SG, Loewith R, Schuldiner M, Denic V, Klionsky D & Haber JE (2017).

A pathway of targeted autophagy is induced by DNA damage in budding yeast. Proc Nat/ Acad Sci. USA. 114,
E1158-E1167. [URL]

59. Herbst RH, Bar-Zvi D, Reikhav S, Soifer I, Breker M, Yona G, Shimoni E, Schuldiner M, Levy A &
Barkai N (2017). Heterosis as a consequence of regulatory incompatibility. BMC Bio/. 15, E38. [URL]

60. Zatorska E, Gal L, Schmitt J, Bausewein D, Schuldiner M & Strahl S (2017). Cellular consequences of
diminished protein O-mannosyltransferase activity in baker’s yeast. In# | Mo/ S¢i. 18, E1226. [URL)]

61. Morgenstern M, Stiller S, Liibbert P, Peikert CD, Dannenmaier S, Drepper F, Weill U, H68 P, Feuerstein
R, Gebert M, Bohnert M, van der Laan M, Schuldiner M, Schiitze C, Oeljeklaus S, Pfanner N, Wiedemann N
& Warscheid B (2017). Definition of a High-Confidence Mitochondrial Proteome at Quantitative Scale. Ce//
Rep. 19, 2836-2852. [URL)]

62. Geva Y, Prissman J, Arakel EC, Gomez-Navarro N, Chuartzman SG, Stahmer KR, Schwappach B, Miller
EA & Schuldiner M (2017). Two novel effectors of trafficking and maturation of the yeast plasma
membrane H+-ATPase. Traffic. 18, 672-682. [URL]

63. Wroéblewska J, Cruz-Zaragoza LD, Wei Y, Schummer A, Chuartzman SG, de Boer R, Oeljeklaus S,
Schuldiner M, Zalckvar E, Warscheid B, Erdmann R & van der Klei IJ (2017). Saccharomyces cerevisiae cells
lacking Pex3 contain membrane vesicles that harbor a subset of peroxisomal membrane proteins. Biochin

Biophys Acta. 1864, 1656-1667. [URL]

64. Apel AR, Hoban K, Chuartzman S, Tonikian R, Sidhu S, Schuldiner M, Wendland B & Prosser D
(2017). Syp1 regulates the clathrin-mediated and clathrin-independent endocytosis of multiple cargo proteins
through a novel sorting motif. Mo/ Bio/ Cell. 28, 2434-2448. [URL

65. Cohen N, Breker M, Bakunts A, Chas A, Argemi |, Orsi A, Gal L, Chuartzman SG, Wigelman Y, Jonas F,
Walter P, Aragén T, van Anken E & Schuldiner M (2017). Iron affects Irel clustering propensity and
the amplitude of endoplasmic reticulum stress signaling. | Ce// Sei. 130, 3222-3233. [URL]
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66. HaBdenteufel S, Sicking M, Schorr S, Aviram N, Fecher-Trost C, Schuldiner M, Jung M, Zimmermann R
& Lang S (2017). hSnd2 protein represents an alternative targeting factor to the endoplasmic reticulum in
human cells. FEBS Lezz. 591, 3211-3224. [URL)]

67. Eisenberg-Bord M, Mari M, Weill U, Rosenfeld-Gur E, Moldavski O, Castro 1G, Soni KG, Harpaz N,
Levine TP, Futerman AH, Reggiori F, Bankaitis VA, Schuldiner M & Bohnert M (2018). Identification of
seipin-linked factors that act as determinants of a lipid droplet subpopulation. | Ce// Biol. 217, 269-282.
(Schuldiner M is a co-corresponding author). [URL]

68. Maskit S, Schuldiner M & Zalckvar E (2018). Validation of a Yeast Malate Dehydrogenase 2 (Mdh2)
Antibody Tested for Use in Western Blot. 7000 Research 7, 130 (Schuldiner M is a co-corresponding

author). [URL]

69. Vitali DG, Sinzel M, Bulthuis EP, Kolb A, Zabel S, Mehlhorn DG, Costa BF, Farkas A, Clancy A,
Schuldiner M, Grefen C, Schwappach B, Borgese N & Rapaport D (2018). The GET pathway can increase
the risk of mitochondrial outer membrane proteins to be mistargeted to the ER. | Ce// S¢i. 131, pii jes211110.

[URL]

70. Chuartzman S & Schuldiner M (2018). Database for HIgh Throughput Screening hits (dHITS): A simple
tool to retrieve gene specific phenotypes from systematic screens done in yeast. Yeast 35, 477-483. [URL]

71. Weill U, Arakel E, Goldman O, Golan M, Chuartzman S, Munro S, Schwappach B & Schuldiner M
(2018). Toolbox: Creating a systematic database of secretory pathway proteins uncovers new cargo for COPL

Traffic 19, 370-379. [URL

72. Shai N, Yifrach E, van Roermund CW'T, Cohen N, Bibi C, IJlst L, Cavellini L, Meurisse J, Schuster R,
Zada L, Mari MC, Reggiori FM, Hughes AL, Escobar-Henriques M, Cohen MM, Waterham HR, Wanders
RJA, Schuldiner M & Zalckvar E. (2018) Systematic mapping of contact sites reveals tethers and a function
for the peroxisome-mitochondria contact. Nature Comm. 9, E1761 (Schuldiner M is a co-corresponding

author). [URL]

73. Weill U, Yofe I, Sass E, Stynen B, Davidi D, Natarajan J, Ben-Menachem R, Avihou Z, Goldman O,
Harpaz N, Chuartzman S, Kniazev K, Knoblach B, Laborenz J, Boos F, Kowarzyk |, Ben-Dor S, Zalckvar E,
Herrmann JM, Rachubinski RA, Pines O, Rapaport D, Michnick SW, Levy ED & Schuldiner M (2018).
Exploring the yeast proteome using a whole genome SWAp-Tag (SWAT) library. Nature Methods 15, 617-622.
[URL.

Please note author correction: [URL] to correct data in one supplementary table.

74. Shammai A, Petreikov M, Yeselson Y, Faigenboim A, Moy-Komemi M, Cohen S, Cohen D, Besaulov E,
Efrati A, Houminer N, Bar M, Ast T, Schuldiner M, Klemens PAW, Neuhaus E, Baxter CJ, Rickett D,
Bonnet J, White R, Giovannoni JJ, Levin I & Schaffer A (2018). Natural genetic variation for expression of a
SWEET transporter among wild species of Solanum lycopersicum (tomato) determines the hexose
composition of ripening tomato fruit. Plant J. 96, 343-357. [URL)]

75. Radzinski M, Fassler R, Yogev O, Breuer W, Shai N, Gutin J, Ilyas S, Geffen Y, Tsytkin-Kirschenzweig S,
Nahmias Y, Ravid T, Friedman N, Schuldiner M & Reichmann D (2018). Temporal profiling of redox-
dependent heterogeneity in single cells. E/fe. 7, E37623. [URL]

76. Hansen KG, Aviram N, Laborenz ], Bibi C, Meyer M, Spang A, Schuldiner M & Herrmann JM (2018).
An ER surface retrieval pathway safe-guards the import of mitochondrial membrane proteins. Science 361,
1118-1122 (Schuldiner M is a co-corresponding author). [URL

Highlighted by two faculty members in F1000

77. Dubreuil B, Sass E, Nadav Y, Heidenreich M, Georgeson JM, Weill U, Duan Y, Meurer M, Schuldiner
M, Knop M & Levy ED (2018). YeastRGB: comparing the abundance and localization of yeast proteins
across cells and libraries. Nuclezc Acids Res. 47, 1245-1249. [URL]



78. Weill U, Krieger G, Avihou Z, Milo R, Schuldiner M & Davidi D (2019). Assessment of GFP Tag
Position on Protein Localization and Growth Fitness in Yeast. | Mo/ Biol. 431, 636-641. (Schuldiner M is a
co-corresponding author). [URL

79. Antunes D, Chowdhury A, Aich A, Saladi S, Harpaz N, Stahl M, Schuldiner M, Herrmann JM, Rehling P
& Rapaport D (2019). Overexpression of branched-chain amino acid aminotransferases rescues the growth
defects of cells lacking the Barth syndrome-related gene TAZ1. | Mo/ Med. 97, 269-279. [URL

80. Eisenberg-Bord M, Tsui HS, Antunes D, Fernandez-del-Rio L, Bradley MC, Dunn CD, Nguyen TPT,
Rapaport D, Clarke CF & Schuldiner M (2019). The ER-Mitochondria Encounter Structure (ERMES)
complex coordinates coenzyme Q biosynthesis. Contact 2. [URL

81. Castro IG, Eisenberg-Bord M, Persiani E, Rochford JJ, Schuldiner M & Bohnert M (2019). Promethin is
a conserved Seipin partner protein. Ce/ls 8, pii: E268. (Schuldiner M is a co-corresponding author). [URL]

82. Megyeri M, Prasad R, Volpert G, Sliwa-Gonzalez A, Haribowo AG, Aguilera-Romero A, Riezman H,
Barral Y, Futerman AH, Schuldiner M (2019). Yeast ceramide synthases, Lagl and Lac1, have distinct
substrate specificity. | Ce// Sci. 132, 228411. [URL)]

83. Bykov YS, Cohen N, Gabrielli N, Manenschijn H, Welsch S, Chlanda P, Kukulski W, Patil KR,
Schuldiner M & Briggs JAG (2019). High-throughput ultrastructure screening using electron microscopy and
fluorescent barcoding. | Ce// Biol. 218, 2797-2811. (Schuldiner M is a co-corresponding author). [URL

84. Barshad G, Zlotnikov-Poznianski N, Gal L, Schuldiner M & Mishmar D (2019). Disease-causing
mutations in subunits of OXPHOS complex I affect certain physical interactions. S¢ Rep. 9, 9987. [URL]

85. Weill U, Cohen N, Fadel A, Ben-Dor S & Schuldiner M (2019). Protein Topology Prediction Algorithms
Systematically Investigated in the Yeast Saccharomyces cerevisiae. Bioessays. 41, e1800252. [URL]

86. Barbosa AD, Lim K, Mari M, Edgar JR, Gal L, Sterk P, Jenkins BJ, Koulman A, Savage DB, Schuldiner
M, Reggiori I, Wigge PA & Siniossoglou S (2019). Compartmentalized Synthesis of Triacylglycerol at the
Inner Nuclear Membrane Regulates Nuclear Organization. Dev Cell. 50, 755-766. [URL

87. Odendall F, Backes S, Tatsuta T, Weill U, Schuldiner M, Langer T, Herrmann JM, Rapaport D &
Dimmer KS (2019). The mitochondrial intermembrane space-facing proteins Mcp2 and Tgl2 are involved in
yeast lipid metabolism. Mo/ Bio/ Cell. 30, 2681-2694. [URL]

88. Haribowo AG, Hannich JT, Michel AH, Megyeri M, Schuldiner M, Kornmann B & Riezman H (2019).
Cytotoxicity of 1-deoxysphingolipid unraveled by genome-wide genetic screens and lipidomics in
Saccharomyces cerevisiae. Mo/ Biol/ Cell. 30, 2814-2826. [URL]
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